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<210> 1 

* 

<211> 947 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (81) . . (686) 

<400> 1 

aattgagtat ctggcaagag taagattaag cagtaatttg ttccaaagaa gaatcttcta 60 

ccaaggagca actttaaaga atg aaa tta act ttc ttc ttg ggc ctg ttg get 113 

Met Lys Leu Thr Phe Piie Leu Gly Leu Leu Ala 
15 10 

ctt att tea tgt ttc aca ccc agt gag agt caa aga ttc tec aga aga 161 
Leu lie Ser Cys Phe Thr Pro Ser Glu Ser Gin Arg Phe Ser Arg Arg 

15 20 25 

oca tat eta cet ggc eag ctg cca cca cct cca etc tac agg cca aga 209 
Pro Tyr Leu Pro Gly Gin Leu Pro Pro Pro Pro Leu Tyr Arg Pro Arg 
30 35 40 

tgg gtt cca cca agt ccc cca cct ccc tat gac tea aga ctt aat tea 257 
Trp Val Pro Pro Ser Pro Pro Pro Pro Tyr Asp Ser Arg Leu Asn Ser 
45 50 55 

cca ctt tct ctt ccc ttt gtc cca ggg ega gtt cca cca tct tet ttc 305 
Pro Leu Ser Leu Pro Phe Val Pro Gly Arg Val Pro Pro Ser Ser Phe 
60 65 70 75 



1 



4 



tct cga ttt age caa gca gtc att eta tct caa etc ttt eca ttg gaa 353 
Ser Arg Phe Ser Gin Ala Val lie Leu Ser Gin Leu Phe Pro Leu Glu 

80 85 90 

tct att aga caa cct cga etc ttt eeg ggt tat eca aac eta cat ttc 401 
Ser lie Arg Gin Pro Arg Leu Phe Pro Gly Tyr Pro Asn Leu His Phe 

95 100 105 

eca eta aga cct tac tat gta gga cct att agg ata tta aaa ccc eca 449 
Pro Leu Arg Pro Tyr Tyr Val Gly Pro lie Arg lie Leu Lys Pro Pro 
110 115 120 

ttt cct cct att cct ttt ttt ctt get att tac ctt cct ate tct aac 497 
Phe Pro Pro lie Pro Phe Phe Leu Ala lie Tyr Leu Pro lie Ser Asn 
125 130 135 

cct gag ccc caa ata aac ate ace ace gca gat aca aca ate ace aea 545 
Pro Glu Pro Gin lie Asn lie Thr Thr Ala Asp Thr Thr lie Thr Thr 
140. 145 150 155 

aat ccc ccc ace act gca aca gca ace ace agg cae ttc eae aaa ace 593 
Asn Pro Pro Thr Thr Ala Thr Ala Thr Thr Arg His Phe His Lys Thr 

160 165 170 

eae aat gae gat eag etc etc aac agt ace tat etc ttc aac ace aga 641 
His Asn Asp Asp Gin Leu Leu Asn Ser Thr Tyr Leu Phe Asn Thr Arg 

175 180 185 

gee tgc cae etc cat ate age age aac ccc cgc age ate tac tga 686 
Ala Cys His Leu His lie Ser Ser Asn Pro Arg Ser lie Tyr 
190 195 200 

aaatactact caaattctcg ccaaccgtcc tcacacagta ttgeteaatg ccactgtcca 746 

agttaegaet tecaaceaaa etatattaag eageeeagee tttaaaagtt tttggeaaaa 806 

aetetttgee atttttggtt gaaeatgcaa taaatgatat ttteeaaact getetgatat 866 

ettagaagaa ataaactgca atgattttga tggaaccaac cetgatctaa ceageacact 926 

aaataaagta tttgageaat a 947 



<210> 2 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Leu Thr Phe Phe Leu Gly Leu Leu Ala Leu lie Ser Cys Phe 
1 5 10 15 

Thr Pro Ser Glu Ser Gin Arg Phe Ser Arg Arg Pro Tyr Leu Pro Gly 

20 25 30 



2 



Gin Leu Pro Pro Pro Pro Leu Tyr Arg Pro Arg Trp Val Pro Pro Ser 
35 40 45 

Pro Pro Pro Pro Tyr Asp Ser Arg Leu Asn Ser Pro Leu Ser Leu Pro 
50 55 60 

Phe Val Pro Gly Arg Val Pro Pro Ser Ser Phe Ser Arg Phe Ser Gin 
65 70 75 80 

Ala Val lie Leu Ser Gin Leu Phe Pro Leu Glu Ser lie Arg Gin Pro 

85 90 95 

Arg Leu Phe Pro Gly Tyr Pro Asn Leu His Phe Pro Leu Arg Pro Tyr 

100 105 110 

Tyr Val Gly Pro lie Arg lie Leu Lys Pro Pro Phe Pro Pro lie Pro 
115 120 125 

Phe Phe Leu Ala lie Tyr Leu Pro lie Ser Asn Pro Glu Pro Gin lie 

130 135 140 

Asn lie Thr Thr Ala Asp Thr Thr lie Thr Thr Asn Pro Pro Thr Thr 
145 150 155 160 

Ala Thr Ala Thr Thr Arg His Phe His Lys Thr His Asn Asp Asp Gin 

165 170 175 

Leu Leu Asn Ser Thr Tyr Leu Phe Asn Thr Arg Ala Cys His Leu His 

180 185 190 

lie Ser Ser Asn Pro Arg Ser lie Tyr 
195 200 



<210> 3 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Gin Arg Phe Ser Arg 
1 5 



<210> 4 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Tyr Gin Arg Phe Ser Arg 
1 5 
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4 



<210> 5 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Cys Gin Arg Phe Ser Arg 
1 5 



<210> 6 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (1) . . (2) 

<223> Xaa2 is Gin or Glp when Xaal is H. Xaa2 is Gin when Xaal is Tyr 
or Cys . 

<400> 6 

Xaa Xaa Arg Phe Ser Arg 
1 5 



<210> 7 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaal is Glp. 

<400> 7 

Xaa Arg Phe Ser Arg 
1 5 



<210> 8 

<211> 5 

<212> PRT 

<213> Rattus rattus 

<400> 8 

Gin His Asn Pro Arg 
1 5 



4 




<210> 9 

<211> 4 

<212> PRT 

<213> Rattus rattus 

<400> 9 

Gin His Asn Pro 
1 



<210> 10 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Gin Arg Gly Pro Arg 
1 5 



<210> 11 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Gin Arg Gly Pro Arg Gly Pro 
1 5 



<210> 12 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaal is Mca - ( 7 -methoxycoumarin-4 -yl) acetyl 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa2 is Dnp = 2 , 4 -dinitrophenyl 
<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa3 is OH 
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<400> 12 

Xaa Arg Pro Pro Gly Phe Ser Ala Phe Lys Xaa Xaa 
1 5 10 



<210> 13 



<211> 5 

<212> PRT > 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaal is Sue = succinyl 

<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> XaaS is Amc .= 7 -amino -4 -methyl coumarin 

<400> 13 

Xaa Ala Ala Phe Xaa 
1 5 



<210> 14 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Arg Phe Lys Phe Gin Gin Phe Phe Gly Leu Met 
15 10 



<210> 15 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Tyr Gly Gly Phe Met 
1 5 
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